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ABSTRACT
This study was included investigation of the resistance genes Mi which is responsible for the
appearance of resistance feature in tomato against root knots Nematode Meloidogyne spp in 46 pure
lines of tomato indeterminate growth, ten of tomato pure lines showed resistance to root knots
nematode infection after 60 days of the inoculation by 5000 egg/ kg of soil . While 31 pure lines of
tomato showed sensitivity for these nematode infection, which root knot numbers had exceeded 100 knots. Then
the genes has diagnosed by using the technology of molecular analysis the DNA of the purelines of sensitive and
resistance tomato was isolated by the CTAB method then apply the indicators of Simple Sequence Repeat (SSR)
DNA on the total DNA isolated from sensitive and resistant pure lines and using five primers connected with
different locations of the resistance lines, two of them were designed by reasrcher and NCBI-Primer-Blast
program (HSMland HSM2) proved effective in the investigation of resistance genes Mi by production DNA
bands, and three other primers (REX and C2S4 and Mil-2) also proved their international effectiveness in the
detection of resistance genes by production DNA bands for each pairs of them._
Key Words: Simple sequence repeated (SSR), Polymerase chain reaction (PCR),Root-knot.
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